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Abstract
Arsenic (As) and antimony (Sb) are known carcinogens and are present as contaminants in paddy soils. However, the com-
plicated dynamics of the mobility of these metalloids have not been well understood due to changing redox conditions in 
paddy soils. Herein, the kinetics of dissolved As and Sb, and functional bacteria/genes were examined in a paddy soil cultured 
under aerobic and anaerobic conditions. Under aerobic condition, dissolved As(V) and Sb(V) increased constantly due to 
sulfide oxidation by  O2 and bound As and Sb were released. Under anaerobic condition, the reduction of As(V) and Sb(V) 
occurred, and the mobility of As and Sb were affected by soil redox processes. The bacteria with functional genes aioA and 
arrA were responsible for the direct As/Sb transformation, while Fe- and N-related bacteria had an indirect effect on the fate 
of As/Sb via coupling with the redox processes of Fe and N. These findings improve understanding of the mobility of As 
and Sb in paddy soil systems under different redox conditions.
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Paddy soils were contaminated with heavy metals or met-
alloids as a result of mining activities. Among the metal-
loids, As and Sb are considered carcinogens and toxic to 
human health (National Research Council 2001; Sundar and 
Chakravarty 2010), and have similar chemical properties, 

often co-existing in soils. Both As(III) and Sb(III) are more 
toxic to organisms than As(V) and Sb(V). However, the 
mobility of As and Sb remains controversial (Smedley and 
Kinniburgh 2002), with As(III) and Sb(V) being the main 
species in soils (Yamaguchi et al. 2011) as determined by 
the redox conditions.

Paddy soils frequently experience periodic drainage and 
flooding processes and, consequently, redox conditions can 
change substantially. During flooding periods,  O2 is seques-
tered and consumed, and anaerobic conditions are estab-
lished; following drainage,  O2 is introduced resulting in aer-
obic conditions (Noll et al. 2005). Because of the alternating 
drainage and flooding of paddy soils, changes in redox con-
ditions have significant effects on the transformation of As 
and Sb (Liesack et al. 2000; Leuz et al. 2006). Firstly, redox 
conditions can directly influence the valence states of As and 
Sb in soils. As(V) is the major valence state under aerobic 
conditions and As(III) is the dominant species under anaero-
bic conditions. Differing from As, Sb(V) is more stable, even 
under reducing conditions (Wilson et al. 2010). Secondly, 
changes in redox conditions can influence microbial com-
munities and directly induce the transformation of As and 
Sb through expressing putative functional gene, including 
As/Sb oxidizing gene (aioA) and As reducing gene (arrA) 
(Zheng et al. 2013; Li et al. 2016). Conversely, As and Sb 
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species determine toxicity, which affects the composition 
and diversity of microbial communities. Thirdly, microbi-
ally-mediated Fe/N/S/C cycles indirectly affect the mobility 
and transformation of As and Sb (Xu et al. 2019). Specifi-
cally, As and Sb can be released via the reductive dissolution 
of Fe (hydroxide)oxides, while As and Sb could be immobi-
lized by Fe(II) oxidation coupling with nitrate reduction or 
precipitated with sulfide under anaerobic conditions (Noll 
et al. 2005; Wilson et al. 2010). The content of organic mat-
ter also influences the mobility of Sb via biotic and abi-
otic processes (Tella and Pokrovski 2008; Han et al. 2017). 
Despite this understanding, most studies have focused on the 
transformation of As or Sb related to functional microbial 
communities under either aerobic or anaerobic conditions 
(Stroud et al. 2011; Yamaguchi et al. 2011; Okkenhaug et al. 
2012), whereas the impacts of different redox conditions 
on As and Sb transformation during periodic drainage and 
flooding have not been reported. Besides, due to mining 
activity, acid mine drainage (AMD) is closely linked with 
the paddy soil downstream. AMD has a seasonal fluctuation, 
and the humidity of AMD could be affected by rainy and dry 
seasons. Therefore, the fluctuation of oxygen concentration 
provided different conditions for Fe(II)-induced phase trans-
formation of iron minerals, and subsequently changed the 
bioavailability of As and Sb (Johnston et al. 2010; Karimian 
et al. 2018). Related research is insufficient on these similar 
processes in paddy soil.

In this study, microcosm experiments were conducted 
under either aerobic or anaerobic conditions to simulate 
the drainage and flooding conditions of paddy systems. The 
aims of this study were to (i) examine the impact of redox 
conditions on the mobility of As and Sb, and (ii) distin-
guish the physiochemical and biological factors affecting 
the mobility of As and Sb. The findings of this study will be 
beneficial for the interpretation of the behavior of As and 
Sb in variable paddy soil conditions and help improve soil 
remediation strategies for As- and Sb-contaminated paddy 
soils.

Materials and methods

Paddy soil samples were collected from a depth of 0–20 cm 
adjacent to the Xihuangshan mining area in Hunan Prov-
ince (27°48′24″N, 111°29′31″E) and stored at 4°C in plastic 
containers. The samples were air-dried at room tempera-
ture and ground before passing through a 2 mm nylon sieve. 
The chemical analyses were performed as described by Lu 
(2000). Briefly, pH (5.94) was determined in a 0.01 M  CaCl2 
solution using a pH meter (Seven Compact, Mettler Toledo, 
Switzerland); the concentrations of  SO4

2− (1.26 g  kg− 1) and 
 NO3

− (260 mg  kg− 1) were determined using ion chromatog-
raphy (IC, ICS-600, DioneX, USA); total Fe content (1.26 g 

 kg− 1) were determined by inductively coupled plasma opti-
cal emission spectrometry (ICP–OES, Optima 8000, Perki-
nElmer, USA); and total As (17.8 mg  kg− 1) and Sb (282 mg 
 kg− 1) were determined by high-performance liquid chroma-
tography–atomic fluorescence spectroscopy (HPLC–AFS, 
AFS-9710, Haiguang, China). The detection limits of As 
and Sb were less than 0.02 ng  mL− 1, and the concentrations 
of standard curves were 5, 10, 20, 50, 100, and 200 µg  L− 1 
 (R2 = 0.998 for As and 0.999 for Sb).

Aerobic and anaerobic microcosms were subsequently 
established in serum bottles (50 mL) containing 2 g of air-
dried soil and 20 mL of phosphate-buffered mineral medium 
(Mu and Scow 1994). Note that  PO4

3− in the phosphate-
buffer mineral medium has minimal effect on As and Sb 
adsorption, because As was less affected by  PO4

3−, and 
only 10–20% of Sb(V) was adsorbed by soil at pH 7 (Xi 
et al. 2010; Arco-Lázaro et al. 2016). Since Sb(III) was 
not affected by pH, the  PO4

3− could only increase the Sb 
adsorption by 5–10% (Xi et al. 2014). A total of four treat-
ments included two non-sterile and two sterile treatments. 
For non-sterile treatments, aerobically treated microcosms 
were sealed with 0.22-µm film and cultured in a shaker at 
180 rpm, and anaerobically treated microcosms were flushed 
with  N2 for 40 min before being sealed and incubated under 
anaerobic conditions. The microcosms were incubated at 
28°C in the dark in triplicate. Sub-samples were taken from 
each microcosm five times (on day 0, 10, 18, 36, and 60). 
Sterile treatments were sterilized at 121°C for 20 min, then 
incubated as above methods under aerobic and anaerobic 
conditions respectively, these samples were taken from three 
times (on day 0, 7, and 60). As and Sb were measured using 
HPLC–AFS.

Microbial communities and related putative functional 
genes, such as the As oxidation gene (aioA) and As reduc-
tion gene (arrA), were also analyzed. For this, soil extracts 
following centrifugation were used for DNA-based micro-
bial community analysis. Soil DNA was extracted using the 
Power Soil DNA kit (Mo Bio laboratory Inc., Carlsbad, CA, 
USA) following the manufacturer’s instructions. The v3 and 
v4 16 S rRNA regions were amplified and DNA sequenc-
ing was performed using the Illumina Miseq platform. The 
16 S rRNA, aioA, and arrA genes were quantified using 
the CFX 384 Real-Time polymerase chain reaction (PCR) 
detection system (Bio-Rad Laboratories, USA). The 16 S 
rRNA gene was amplified using EUB338f/518r primers 
by program described (Muyzer et al. 1993); the aioA gene 
were amplified using aioA95f/aioA955r primers and by pro-
gram described (Inskeep et al. 2007); and the arrA gene was 
amplified using arrA-CVF1/arrA-CVR1 primers by program 
described (Mirza et al. 2017). All of the samples were run in 
triplicate. Each 10 µL reaction volume contained 5 µL of 2 × 
IQ SYBR Green Supermix (Bio-Rad Laboratories, Hercules, 
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CA, USA), 0.2 µM of each primer, and 1 µL of DNA (1–10 
ng) (Qiao et al. 2019).

Results and Discussion

The kinetics of the dissolved As and Sb species under the dif-
ferent redox conditions are shown in Fig. 1. Under the aero-
bic condition (Fig. 1a), the concentration of dissolved As(III) 
was 7.39 ×  10− 4 mg  L− 1 at the initial stage and then slightly 
increased to a terminal concentration of 2.90 ×  10− 4 mg 
 L− 1. In comparison, the initial concentration of As(V) was 
3.96 ×  10− 2 mg  L− 1 and rapidly increased to 0.357 mg  L− 1. 
Under the anaerobic condition (Fig. 1b), the concentrations 
of dissolved As(III) and As(V) increased during the first ten 
days of incubation and subsequently decreased and stabi-
lized. Dissolved Sb(V) was the dominant Sb species in all 
the samples. Under aerobic conditions (Fig. 1c), the initial 
concentration of Sb(V) (0.930 mg  L− 1) increased during the 
first 18 days then slightly decreased and, finally, increased 
again to a final concentration of 6.95 mg  L− 1. Dissolved 
Sb(III) was not detected during the entire aerobic period. 
Under the anaerobic condition (Fig. 1d), Sb(V) was more 
stable, but decreased slightly during the first 36 days before 
increasing to 0.830 mg  L− 1 by day 60. The concentration of 
Sb(III) increased from 9.83 ×  10− 3 to 3.26 ×  10− 2 mg  L− 1 

during the first 10 days, after which concentrations pro-
gressively fell so that no Sb(III) was detected by the end of 
the incubation period. For sterile treatments, either under 
aerobic or anaerobic conditions, no As(III) and Sb(III) was 
detected. Although As(V) was detected under both aero-
bic and anaerobic conditions, and Sb(V) was only detected 
under anaerobic condition The concentrations of As(V) and 
Sb(V) were much lower than those in the non-sterile treat-
ments. These results indicat that the chemical oxidation of 
As(III) and Sb(III) by the soil components had very small 
contributions to the overall oxidation of As(III) and Sb(III).

Under aerobic conditions, although As(III) can be oxi-
dized to As(V) and become bound to solid phases (Myers 
et al. 1973; Kim and Nriagu 2000), colloidal and dissolved 
As can be mobilized by soil flooding (Xia et al. 2018; Rin-
klebe et al. 2020). The equilibrium of adsorption–desorption 
is the thermodynamic process, which was mainly affected 
by pH. Since the pH in this system was stable due to the 
pH-buffer, the adsorption-desorption process would not 
change obviously under aerobic conditions. For Sb, in addi-
tion to mobilization by soil flooding, Sb(III) can be oxidized 
to more soluble Sb(V) (Mitsunobu et al. 2006), thereby 
enhancing Sb mobility. As a result, dissolved Sb(V) was the 
dominant species detected. This likely explains why both As 
and Sb mobility increased under the aerobic condition while 
also showing different mobility under the different valences.

Fig. 1  Kinetics of dissolved As species under a aerobic and b anaerobic conditions; and the kinetics of Sb species under c aerobic and d anaero-
bic conditions. Sterile treatments were conducted as abiotic control. Data are mean ± SD (n = 3)
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Under anaerobic conditions, the transformation of dis-
solved As was affected by different processes during the 
different experimental stages. During the first ten days, 
dissolved As increased via the reduction dissolution of 
minerals, mainly Fe(oxyhydr)oxides (Ohtsuka et al. 2013), 
which can release Fe (oxyhydr)oxide-bound As into solu-
tion. The anaerobic reduction of As(V) to labile As(III) can 
also increase dissolved As because the mobility of As(III) is 
much higher than that of As(V) (Zheng et al. 2013). During 
the remaining 50 days of anaerobic incubation, As could 
be co-precipitated with the secondary Fe minerals gener-
ated from biotic and abiotic processes involving dissolved 
Fe(II) (Islam et al. 2005), resulting in a decrease in dissolved 
As. For Sb, the observed decrease in dissolved Sb(V) and 
the slight increase in dissolved Sb(III) indicated that Sb(V) 
reduction occurred. However, the constant decrease in dis-
solved Sb with incubation time suggested that the trans-
formation of Sb differed from As under anaerobic condi-
tions. The mobility of As is likely controlled by iron oxide 
(Smendley and Kinniburgh 2002) while the dominant con-
trols on the immobilization of Sb could be the availability 
of organic matter and sulfide (Ashley et al. 2003; Craw et al. 
2004; Tella and Pokrovski 2008). For example, Qasim and 
Motelica (2014) found the highest Sb ratios in non-residual 
fractions in association with organic/sulfide fractions. Thus, 
the reduction of sulfate can supply  S2− and precipitate with 
dissolved Sb. Therefore, the main mechanisms of As and Sb 
immobilization under anaerobic conditions were different. 
Moreover, the changes in As and Sb concentrations in the 
sterile control were not significant, indicating the importance 
of microorganisms, which can either directly oxidize and 
reduce As/Sb (Ohtsuka et al. 2013; Herath et al. 2017) or 
indirectly alter As/Sb by altering the redox cycling of other 
soil elements.

To identify the microorganisms involved in direct As/Sb 
transformation, putative As oxidation genes (aioA) (Fig. 2a) 
and reduction genes (arrA) (Fig. 2b) were detected, which 
are reported to be related to the transformation of As and 
Sb (Li et al. 2016). The relative abundances of aioA and 
arrA genes were calculated based on aioA/16S rRNA and 

arrA/16S rRNA. Under the aerobic condition, the initial 
relative abundance of the aioA gene was 33.3%, which then 
increased to 51.1% on day 18, and finally decreased to 34.6% 
at the end of the aerobic stage. This pattern indicates that the 
active oxidation of As and Sb prevailed under aerobic con-
ditions and consequently resulted in high concentrations of 
As(V) and Sb(V). Under the anaerobic condition, the abun-
dance of the aioA gene had decreased to 8.94% on day 10 
and then stabilized. Furthermore, relative to the arrA gene, 
the abundance of the aioA gene was much higher overall and 
was also higher under aerobic conditions (Fig. 2a). This sug-
gests that the redox conditions directly influenced the func-
tional genes involved in As/Sb biotransformation (Yamagu-
chi et al. 2011). Furthermore, the abundance of arrA gene 
decreased over time under both aerobic and anaerobic condi-
tions (Fig. 2b), indicating that bioreduction of As/Sb was not 
the dominant process after 18 days of incubation.

To fully understand the direct and indirect roles of micro-
organisms responsible for As/Sb transformation under aer-
obic and anaerobic conditions, the relative abundances of 
microbial communities were examined at the genus level. 
Species belonging to Bacillus (7.42%), Singulisphaera 
(4.56%), and Defluviicoccus (5.05%) were found in high 
relative abundances under both aerobic and anaerobic treat-
ments (Fig. 3). However, the dominant genus in both treat-
ments differed, indicating that redox conditions substantially 
affect microbial communities. Massilia was the dominant 
genus, increasing in abundance between day 0 (0.160%) to 
36 (19.0%) of aerobic incubation (Fig. 3a). Brevundimonas 
increased in abundance from day 10 (4.58%) to the end of 
aerobic incubation (9.58%). Singulisphaera, Massilis and 
Brevundimonas spp. are known to be related to As mobility 
via As resistance and reduction reactions (Blum et al. 1998; 
Du et al. 2011; Singh et al. 2016; Saleem et al. 2018). Under 
the anaerobic condition (Fig. 3b), the relative abundance of 
Bacillus spp. Remained high during the entire incubation 
period (4.64–8.20%). Geobacter spp. was also detected with 
a high relative abundance, increasing between day 0 (1.14%) 
and 18 (18.3%) of the anaerobic stage before decreasing. 
Bacillus spp. is identified as a Sb-reducing genus of bacteria 

Fig. 2  Relative abundances of 
functional genes under aerobic 
and anaerobic conditions: 
a aioA gene and b arrA gene. 
Data are mean ± SD (n = 3)
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and is found in metal contaminated sites (Singh et al. 2016; 
Zhang et al. 2019). Geobacter genus is reported to play an 
important role in As reduction under anaerobic conditions, it 
could be also reduce other toxic metal ions (Qiao et al. 2019; 
Shi et al. 2020; He et al. 2020).

In addition to the As/Sb functional bacteria, the relative 
abundances of microbial communities having an indirect 
influence (Zhang et al. 2019) were analyzed. The relative 
abundance of Nitrospira spp. increased sharply over the 36 
days (from 0.110 to 12.1%). This genus contains aerobic 
chemolithoautotrophic nitrite-oxidizing bacteria, which 
can convert ammonia to nitrite and, finally, nitrate (Daims 
and Wagner 2018). It has also been noted that an increase 
in available Sb can stimulate urease activity (An and Kim 
2009), and N redox cycling is closely related to the transfor-
mation of As and Sb (Noll et al. 2005). The relative abun-
dance of putative sulfate reducing genera (Desulfosporosi-
nus and Desulfobacca spp.) increased from 0.130% on day 0 
to 0.690% on day 18, and then decreased in the late period of 
incubation. This reducing process could produce  S2−, which 
could be precipitated with As or Sb. Moreover, Geobacter 
spp. are typical of Fe-reducing bacteria, and can be involved 
in the release of As and Sb from Fe (oxyhydr)oxide-bound 
fractions under anaerobic conditions (Yuan et al. 2019). 
The results indicated that the direct As/Sb transformation 
by putative microorganisms was favored under aerobic 
conditions, with these species accounting for a maximum 
of 35.3% of the community compared to 13.1% for those 
species indirectly involved (13.1%). However, the putative 
microbial species indirectly involved in As/Sb transforma-
tion when coupled with Fe/N/S redox processes were much 

equal to direct bioprocesses, having a maximum relative 
abundance of 18.9% compared to 23.2% for those directly 
involved in As/Sb transformation.

Under aerobic conditions, concentrations of As(V) and 
Sb(V) increased via the oxidation of As and Sb, respectively, 
and the simulated soil flooding resulted in the release of 
colloidal and dissolved As and Sb species. Under anaerobic 
conditions, As(V) and Sb(V) were reduced. The release of 
immobilized As might be attributed to the reduction dis-
solution of Fe (oxyhydr)oxides, dissolved As was then re-
immobilized via co-precipitation with microbially mediated 
secondary minerals. In comparison, the decrease of Sb(V) 
and the slight increase of soluble Sb(III) could be due to 
the reduction dissolution of Sb. The relative abundance of 
aioA genes was higher in aerobic treatment than in anaero-
bic treatment, indicating that the microbial As/Sb oxidation 
was promoted under aerobic conditions. Besides, the rela-
tive abundance of arrA genes was lower than aioA genes, 
indicating that the reduction of As and Sb was not the domi-
nant process during the whole period. The microorganisms 
should have the detoxification capacity by oxidizing the As/
Sb into less toxic valence under high concentration of metal-
loid. Functional gene analysis indicated that direct microbial 
oxidation was dominant for As and Sb over direct bioreduc-
tion effects both under aerobic and anaerobic conditions. 
Moreover, the microbial community analysis revealed that 
N, S, and Fe redox cycling can indirectly affect the mobility 
of As and Sb. This study provides information that links 
the variation of paddy soils and the effects caused by the 
seasonal fluctuation in AMD. These findings would provide 
fundamental understanding of the As/Sb biogeochemical 
processes and be helpful for improving soil remediation 
strategies for As- and Sb-contaminated paddy soils.

Acknowledgements This work was funded by the National Key 
Research and Development Program of China (2016YFD0800404), 
the National Natural Science Foundation of China (41977028), the 
Local Innovative and Research Teams Project of Guangdong Pearl 
River Talents Program (2017BT01Z176), and Science and Technol-
ogy Development projects of the Guangdong Academy of Sciences 
(2018GDASCX-0106), the National Natural Science Foundation of 
China (41907139).

References

An YJ, Kim M (2009) Effect of antimony on the microbial growth and 
the activities of soil enzymes. Chemosphere 74:654–659

Arco-Lázaro E, Agudo I, Clemente R, Bernal MP (2016) Arsenic(V) 
adsorption-desorption in agricultural and mine soils: effects of 
organic matter addition and phosphate competition. Environ Pol-
lut 216:71–79

Ashley PM, Craw D, Graham BP, Chappell DA (2003) Environmental 
mobility of antimony around mesothermal stibnite deposits, New 

Fig. 3  Changes in the relative abundance of microbial communities at 
the genus level under aerobic and anaerobic conditions. Only relative 
abundances higher than 1% and putative Fe/N/S-cycling genera are 
shown. Data are mean of three triplicate



 Bulletin of Environmental Contamination and Toxicology

1 3

South Wales, Australia and southern New Zealand. J Geochem 
Explor 77:1–14

Blum JS, Bindi AB, Buzzelli J, Stolz JF, Oremland RS (1998) Bacil-
lus arsenicoselenatis, sp nov, and Bacillus selenitireducens, sp 
nov: two haloalkaliphiles from Mono Lake, California that respire 
oxyanions of selenium and arsenic. Arch Microbiol 171:19–30

Craw D, Wilson N, Ashley PM (2004) Geochemical controls on the 
environmental mobility of Sb and As at mesothermal antimony 
and gold deposits. T I Min Metall B 113:3–10

Daims H, Wagner M (2018) Nitrospira. Trends Microbiol 
26(5):462–463

Du Y, Yu X, Wang GJ (2011) Massilia tieshanensis sp nov, isolated 
from mining soil. Int J Syst Evol Micr 62:2356–2362

Han L, Sun H, Ro KS, Sun Ke, Libra JA, Xing BS (2017) Removal 
of antimony (III) and cadmium (II) from aqueous solution using 
animal manure-derived hydrochars and pyrochars. Bioresource 
Technol 234:77–85

He C, Zhang BG, Lu JP. Qiu R (2020) A newly discovered function of 
nitrate reductase in chemoautotrophic vanadate transformation by 
natural mackinawite in aquifer. Water Res 189:116664

Herath I, Vithanage M, Bundschuh J (2017) Antimony as a global 
dilemma: geochemistry, mobility, fate and transport. Environ Pol-
lut 223:545–559

Inskeep WP, Macur RE, Hamamura N, Warelow TP, Ward SA, Santini 
JM (2007) Detection, diversity and expression of aerobic bacterial 
arsenite oxidase genes. Environ Microbiol 9(4):934–943

Islam FS, Pederick RL, Gault AG, Adams LK, Polya DA, Charnock 
JM, Lloyd JR (2005) Interactions between the Fe(III)-reducing 
bacterium Geobacter sulfurreducens and Arsenate, and cap-
ture of the metalloid by biogenic Fe(II). Appl Environ Microb 
71:8642–8648

Johnston SG, Keene AF, Burton ED, Bush RT, Sullivan LA, Mcelnea 
AE, Ahern CR, Smith CD, Powell B, Hocking RK (2010) Arsenic 
mobilization in a seawater inundated acid sulfate soil. Environ Sci 
Technol 44(6):1968–1973

Karimian N, Johnston SG, Burton ED (2018) Antimony and arsenic 
partitioning during  Fe2+-induced transformation of jarosite under 
acidic conditions. Chemosphere 195:515–523

Kim MJ, Nriagu J (2000) Oxidation of arsenite in groundwater using 
ozone and oxygen. Sci Total Environ 247(1):71–79

Leuz AK, Monch H, Johnson CA (2006) Sorption of Sb(III) and Sb(V) 
to goethite: influence on Sb(III) oxidation and mobilization. Envi-
ron Sci Technol 40:7277–7282

Li JX, Wang Q, Oremland RS, Kulp TR, Wang GJ (2016) Microbial 
antimony biogeochemistry: Enzymes, regulation, and related 
metabolic pathways. Appl Environ Microb 82:01375–01316

Liesack W, Schnell S, Revsbech NP (2000) Microbiology of flooded 
rice paddies. Fems Microbiol Rev 24:625–645

Lu RK (2000) Soil and agro-chemistry analysis. China Agriculture 
Science and Technique Press, Beijing (in Chinese)

Mirza BS, Sorensen DL, Dupont RR, Mclean JE (2017) New arsenate 
reductase gene (arrA) PCR primers for diversity assessment and 
quantification in environmental samples. App Environ Microb 
83(4):02725–02716

Mitsunobu S, Harada T, Takahashi Y (2006) Comparison of antimony 
behavior with that of arsenic under various soil redox conditions. 
Environ Sci Technol 40:7270–7276

Mu DY, Scow KM (1994) Effect of trichloroethylene (TCE) and tolu-
ene concentrations on TCE and toluene biodegradation and the 
population density of TCE and toluene degraders in soil. Appl 
Environ Microb 60:2661–2665

Muyzer G, Dewaal EC, Uitterlinden AG (1993) Profiling of complex 
microbial populations by denaturing gradient gel electrophoresis 
analysis of polymerase chain reaction-amplified genes coding for 
16S rRNA. Appl Environ Microb 59:695–700

Myers DJ, Heimbrook ME, Osteryoung J, Morrison SM (1973) Arsenic 
oxidation state in the presence of microorganisms: examination by 
differential pulse polarography. Environ Lett 5(1):53–61

National Research Council. Arsenic in drinking water (2001) Update. 
National Academy Press, Washington DC

Noll M, Matthies D, Frenzel P, Derakshani M, Liesack W (2005) Suc-
cession of bacterial community structure and diversity in a paddy 
soil oxygen gradient. Environ Microbiol 7:382–395

Ohtsuka T, Yamaguchi N, Makino T, Sakurai K, Kimura K, Kudo K, 
Homma E, Dong DT, Amachi S (2013) Arsenic dissolution from 
Japanese paddy soil by a dissimilatory arsenate-reducing bacte-
rium Geobacter sp OR-1. Environ Sci Technol 47:6263–6271

Okkenhaug G, Zhu YG, He JW, Li X, Luo L, Mulder J (2012) Anti-
mony (Sb) and arsenic (As) in Sb mining impacted paddy soil 
from Xikuangshan, China: Differences in mechanisms controlling 
soil sequestration and uptake in rice. Environ Sci Technol 46:3155

Qasim B, Motelica-Heino M (2014) Potentially toxic element frac-
tionation in technosoils using two sequential extraction schemes. 
Environ Sci Pollut R 21:5054–5065

Qiao JT, Li XM, Li FB, Liu TX, Young LY, Huang WL, Sun K, Tong 
H, Hu M (2019) Humic substances facilitate arsenic reduction and 
release in flooded paddy soil. Environ Sci Technol 53:5034–5042

Rinklebe J, Shaheen SM, El-Naggar A, Wang HL, Ok YS (2020) 
Redox-induced mobilization of Ag, Sb, Sn, and Tl in the dis-
solved, colloidal and solid phase of a biochar-treated and un-
treated mining soil. Environ Int 140:105754

Saleem F, Mustafa A, Kori JA, Hussain MS, Azim MK (2018) 
Metagenomic characterization of bacterial communities in drink-
ing water supply system of a mega City. Microb Ecol 76:899–910

Shi JX, Zhang BG, Cheng YT, Peng KJ (2020) Microbial vanadate 
reduction coupled to co-metabolic phenanthrene biodegradation 
in groundwater. Water Res 186:116354

Singh N, Marwa N, Mishra SK, Mishra J, Singh N (2016) Brevundi-
monas diminuta mediated alleviation of arsenic toxicity and 
plant growth promotion in Oryza sativa L. Ecotoxicol Environ 
Saf 125:25–34

Smedley PL, Kinniburgh DG (2002) A review of the source, behav-
iour and distribution of arsenic in natural waters. Appl Geochem 
17:517–568

Stroud JL, Norton GJ, Islam MR, Dasgupta T, White RP, Price AH, 
Meharg AA, Mcgrath SP, Zhao FJ (2011) The dynamics of 
arsenic in four paddy fields in the Bengal delta. Environ Pollut 
159:947–953

Sundar S, Chakravarty J (2010) Antimony toxicity. Int J Env Res Pub 
He 7:4267–4277

Tella M, Pokrovski GS (2008) Antimony(V) complexing with O-bear-
ing organic ligands in aqueous solution: an X-ray absorption fine 
structure spectroscopy and potentiometric study. Mineral Mag 
72:205–209

Wilson SC, Lockwood PV, Ashley PM, Tighe M (2010) The chemistry 
and behaviour of antimony in the soil environment with compari-
sons to arsenic: a critical review. Environ Pollut 158:1169–1181

Xi JH, He MC, Lin CY (2010) Adsorption of antimony(V) on kaolinite 
as a function of pH, ionic strength and liumic acid. Environ Earth 
Sci 60:715–722

Xi JH, He MC, Zhang GZ (2014) Antimony adsorption on kaolin-
ite in the presence of competitive anions. Environ Earth Sci 
71(7):2989–2997

Xia B, Qiu H, Knorr KH, Blodau C, Qiu RL (2018) Occurrence 
and fate of colloids and colloid-associated metals in a mining-
impacted agricultural soil upon prolonged flooding. J Hazard 
Mater 348:56–66

Xu X, Wang P, Zhang J, Chen C, Wang ZP, Kopittkeb PM, Kretzsch-
marc R, Zhao FJ (2019) Microbial sulfate reduction decreases 



Bulletin of Environmental Contamination and Toxicology 

1 3

arsenic mobilization in flooded paddy soils with high potential for 
microbial Fe reduction. Environ Pollut 251:952–960

Yamaguchi N, Nakamura T, Dong D, Takahashi Y, Amachi S, Mak-
ino T (2011) Arsenic release from flooded paddy soils is influ-
enced by speciation, Eh, pH, and iron dissolution. Chemosphere 
83:925–932

Yuan CL, Zhang LM, Wang JT, Hu HW, Shen JP, Cao P, He JZ (2019) 
Distributions and environmental drivers of archaea and bacteria 
in paddy soils. J Soil Sediment 19:23–37

Zhang BG, Wang S, Diao MH, Fu J, Xie MM, Shi JX, Liu ZQ, Jiang 
YF, Cao XL, Borthwick AGL (2019) Microbial community 

responses to vanadium distributions in mining geological 
environments and bioremediation assessment. J Geophys Res 
124:601–615

Zheng RL, Sun GX, Zhu YG (2013) Effects of microbial processes on 
the fate of arsenic in paddy soil. Chin Sci Bull 58:186–193

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.


	Impacts of Redox Conditions on Arsenic and Antimony Transformation in Paddy Soil: Kinetics and Functional Bacteria
	Abstract
	Materials and methods
	Results and Discussion
	Acknowledgements 
	References




